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APPENDIX VIIIB                       
Gene Application to engage a Model Organism Researcher  

 
This application is to be used by the Network’s Scientific Advisory Committee (SAC) to invite model 
organism researchers to submit a proposal for a funded project (25K). 

Application Procedure:  The SAC will select up to 4 laboratory groups per gene and invite candidate 
model systems investigators to submit an application. Expressions of interest are required to be 
submitted within one week of the request.   Applicants must be associated with a Canadian institution.  
Applications must be accompanied by a signed Network fair play MOU and signature page of the 
institution which will receive the Network funding.  Required format: 11 pt font size, 0.75 inch margins 
using the attached application.  Please submit by email to: andrea.rudy@cw.bc.ca.  You will receive 
a submission confirmation email.   
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GENE NAME:  DATE OF RFA: 
SUMMARY OF PROPOSED PROJECT (1-page) 
 
 
 
 
DELIVERABLES  (1/3 page) 
 
 
 
BIOGRAPHY (1/3 page) 
 
 
 
BUDGET (1/3 page) 
 
 
 
REFERENCES (up to 5) 
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